Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.058; wR factor = 0.156; data-to-parameter ratio = 13.8.
In the title molecule, C 27 H 20 N 2 O, a triphenylamine derivative of quinoline, the three benzene rings linked through an N atom form a propeller shape, with dihedral angles between the mean planes of pairs of rings of 75.57 (9), 55.68 (9) and 83.66 (9) . The quinoline ring is essentially planar, with an r.m.s. deviation of the fitted atoms of 0.0155 Å , and forms a dihedral angle of 33.52 (8) with the benzene ring to which it is bonded. Weak C-HÁ Á Á interactions are also observed in the crystal structure.
Related literature
For background to triphenylamine derivatives, see: Lin et al. (2010) . For preparation, see: Liu et al. (2011) . For the crystal structure of a related compound, see: Xie et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C7-C12 benzene ring. Triphenylamine (TPA) derivatives, are important structural motifs in numerous dye-sensitized solar cells (Lin et al., 2010) . As a part of our studies on the synthesis of TPA derivatives, the title compound was synthesized (Liu et al., 2011) .
We report herein the crystal structure of the title compound.
In the title molecule ( Fig. 1) , the quinoline ring (N2/C19-C27) is essentially planar with rmsd of the fitted atoms 0.0155 Å. The benzene rings bonded to the central N1 atom form a propeller with dihedral angles between the mean planes being 75.57 (9), 55.68 (9) and 83.66 (9)° between the pairs of rings: C1-C6/C7-C12, C7-C12/C13-C18 and C1-C6/C13-C18, respectively. The dihedral angle between the mean planes of quinoloine and benzene ring (C13-C18) is 33.52 (8)°. The bond lengths and bond angles in the title compound agree with the corresponding bond lengths and angles reported for a closely related compound (Xie et al., 2011) .
The crystal structure is consolidated by weak C-H···π interactions C7-H17A···Cg3; Cg3 is the centroid of the C7-C12 ring ( Fig. 2 and Table 1 ).
A mixture of 6-bromoquinoline (0.25 mmol), [4-(diphenylamino) phenyl]boronic acid (0.375 mmol), Pd(OAc) 2 (0.5 mol-%), K 3 PO 4 .7H 2 O (0.5 mmol), distilled water (0.65 ml) and iPrOH (1.35 ml) was stirred at room temperature in air for 1 h. The mixture was added to brine (15 ml) and extracted four times with ethyl acetate (415 ml). The solvent was evaporated under vacuum, and then subjected to short-column chromatography on silica gel (200-300 mesh) to get N,Ndiphenyl-4-(quinolin-6-yl)aniline (yield = 88.4%, m.p. 413-414 K) . N,N-diphenyl-4-(quinolin-6-yl)aniline (6.55 g, 22.3 mmol) was reacted with 3-chloroperoxybenzoic acid (mCPBA) (4.92 g, 24.5 mmol) in dichloromethane (80 ml). After 12 h stirring at room temperature, the reaction mixture was concentrated and the solid thus obtained was filtered and recrystallized from ethyl acetate to get the title compound (yield = 92.5%, m.p. 461-463 K).
Refinement
All H atoms were placed geometrically with C-H = 0.93 Å and refined as riding with U iso (H) = 1.2U eq (C). The molecular structure of the title molecule showing the atom-numbering scheme and displacement ellipsoids at the 30% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 119.6 C20-C19-C24 117.9 (2) C5-C4-H4A
Computing details

Data collection: CAD-4 EXPRESS
119.6 C20-C19-C16 121.2 (2) C4-C5-C6 120.8 (3) C24-C19-C16 120.9 (2) C4-C5-H5A
119.6 C19-C20-C21 121.8 (2) C6-C5-H5A
119.6 C19-C20-H20A 119.1 C5-C6-C1 118.7 (3) C21-C20-H20A 119.1 C5-C6-N1 120.0 (2) C22-C21-C25 119.7 (2) C1-C6-N1 121.3 (3) C22-C21-C20 117.8 (2) C8-C7-C12 118.3 (2) C25-C21-C20 122.5 (2) C8-C7-N1 121.5 (2) C21-C22-C23 121.0 (2) C12-C7-N1 120.2 (2) C21-C22-N2 119.7 (2) C9-C8-C7 120.9 (2) C23-C22-N2 119.3 (2) C9-C8-H8A 119.5 C24-C23-C22 119.2 (2) C7-C8-H8A 119.5 C24-C23-H23A 120.4 C10-C9-C8 120.1 (3) C22-C23-H23A 120.4 C10-C9-H9A 119.9 C23-C24-C19 122.3 (2) C8-C9-H9A 119.9 C23-C24-H24A 118.9 C11-C10-C9 120.1 (3) C19-C24-H24A 118.9 C11-C10-H10A 120.0 C26-C25-C21 118.5 (2) C9-C10-H10A 120.0 C26-C25-H25A 120.8 C10-C11-C12 120.7 (3) C21-C25-H25A 120.8 C10-C11-H11A 119.7 C25-C26-C27 121.0 (2) C12-C11-H11A 119.7 C25-C26-H26A 119.5 C11-C12-C7 119.9 (3) C27-C26-H26A 119.5 C11-C12-H12A 120.0 N2-C27-C26 122.2 (2) C7-C12-H12A 120.0 N2-C27-H27A 118.9 C14-C13-C18 118.1 (2) C26-C27-H27A 118.9
